Because deoxyribonucleic acid-deoxyribonucleic acid hybridization has shown that the species PasteureZZu ureae belongs to the genus ActinobuciZZus Brumpt 1910, we propose the transfer of P . ureae to the genus Actinobacillus under the new combination ActinobaciZZus ureae. The type strain of A . ureae is strain S . D. Henriksen 3520/59 (= ATCC 25976 = NCTC 10219).
By using the renaturation method for deoxyribonucleic acid (DNA)-DNA hybridization (2), we have found that the species Pasteurella ureae consists of strains that are interrelated at DNA binding levels of more than 90% and that this species is confined to human hosts (9) . The species most closely related to P . ureae ( Jones (6) and Frederiksen (4) pointed out that P . ureae phenotypically resembles an Actinobacillus species rather than a Pasteurella species. Recently, the affiliation of P . ureae with the genus Actinobacillus was confirmed by Escande et al. (3). DNA-DNA hybridization experiments performed by these authors, who used the S l nuclease method, yielded DNA binding values of 50 to 65% between five strains of P . ureae and the type strains of A . suis, A . equuli, and A . capsulatus. With A . lignieresii, the S1 nuclease method detected 33 to 42% binding of P . ureae DNA, whereas the renaturation method yielded a value of 53%. The discrepancies between results of the two methods were due to the different procedures used for detecting heteroduplex formation and need not be discussed here. However, taxometric evaluations based on the two methods should lead to similar conclusions.
Using the renaturation method for DNA hybridization, we identified several groups in the Pasteurellaceae, the members of which are united by single-linkage clustering at or above the 50% DNA binding level; and among them, Pasteurella sensu stricto (10) and Actinobacillus sensu stricto (7, 8, 13 ; Pohl, Ph. D. thesis; unpublished data). At a minimum the genus Actinobacillus sensu stricto is composed of the following taxa: A . lignieresii, Actinobacillus pleuropneumoniae (14), A . equuli, Bisgaard taxon 11 (l), A . capsulatus, P . ureae, A . suis, A . hominis ( 5 , Sa), avian Actinobacillus-like organisms (12), "Actinobacillus muris" (M. Bisgaard, Acta Pathol. Microbiol. Immunol. Scand., in press), and parts of the Pasteurella pneumotropica complex (10) .
Therefore, we propose the transfer of P . ureae to the 
